Sequence Listing could not be accepted due to errors. 
See attached Validation Report. 
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Reviewer Comments : 

<210> 130 

<211> 34 

<212> DNA 

<213> Artificial 



<220> 

<2 2 1> misc_f eature 

<222> 11, 12 

<223> N = A, C, G, or T 

<220> 

<2 2 1> mi sc_f eature 
<222> 13 

<223> K = G or T 



<400> 130 

ctctcactcc nnkggcggca ctgttgaaag ttgt 34 



The above "<213> Artificial" needs explanation in the <220>-<223> 
section . 



Validated By CRFValidator v 1.0.3 
Application No: 09650337 Version No: 



2.0 



Input Set : 



Output Set: 



2007-10-23 14:58:23.005 
2007-10-23 14:58:25.343 
0 hr(s) 0 min(s) 2 sec(s) 338 ms 
28 
1 

130 
130 



Started: 
Finished: 
Elapsed: 
Total Warnings : 
Total Errors: 
No . of SeqIDs Defined: 
Actual SeqID Count : 

Error code Error Description 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 

W 213 Artificial or Unknown found in <213> 



in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 
in SEQ ID 



(1) 

(2) 

(3) 

(4) 

(5) 

(6) 

(7) 

(8) 

(9) 

(10) 

(11) 

(12) 

(13) 

(14) 

(15) 

(16) 

(17) 

(120) 

(121) 

(122) 



Input Set : 



Output Set: 



Started: 2007-10-23 14:58:23.005 

Finished: 2007-10-23 14:58:25.343 

Elapsed: O hr(s) 0 min(s) 2 sec(s) 338 ms 

Total Warnings : 2 8 

Total Errors: 1 

No. of SeqIDs Defined: 130 

Actual SeqID Count: 130 

Error code Error Description 

This error has occured more than 20 times^ will not be displayed 

E 224 <220>^<223> section required as <213> has Artificial sequence or 

Unknown in SEQID (130) 



SEQUENCE LISTING 



<110> Dower, William J. 

Cwirla, Steven E. 

<120> Peptide Library and Screening Systems 

<130> 188012/US/9 (48088 6-00032) 

<140> 09650337 
<141> 2000-08-28 



<150> US 09/261,731 

<151> 1999-03-03 

<150> US 08/914,403 

<151> 1997-08-19 

<150> US 07/541,108 

<151> 1990-06-20 

<160> 130 

<170> Patentin version 3.3 

<210> 1 

<211> 66 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



<220> 

<221> CDS 
<222> (1) . . (66) 



<400> 1 

cct tta gtt gtt cca ttc tac tgg cac tec get gaa act gtt cca gtt 48 

Pro Leu Val Val Pro Phe Tyr Trp His Ser Ala Glu Thr Val Pro Val 
15 10 15 



gtc tgg caa aac etc ata 66 
Val Trp Gin Asn Leu lie 
20 



<210> 2 

<211> 22 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic Construct 



<400> 2 

Pro Leu Val Val Pro Phe Tyr Trp His Ser Ala Glu Thr Val Pro Val 
15 10 15 



Val Trp Gin Asn Leu lie 
20 



<210> 3 

<211> 66 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 3 

ggaaatcaac aaggtaagat gaccgtgagg cgactttgac aaggtcaaca gaccgttttg 60 
gagtat 6 6 



<210> 4 

<211> 20 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 
<400> 4 

cctttagttg ttccattcta 20 



<210> 5 

<211> 16 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 
<400> 5 

ggaaatcaac aaggta 16 



<210> 6 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



<400> 



6 



ctcgcaaaac ctcata 



16 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 7 

aacagaccgt tttggagtat 2 0 



<210> 8 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



<220> 

<221> CDS 
<222> (1) . . (30) 

<400> 8 

cct tta gtt gtt cca ttc tac tct cac tec 30 

Pro Leu Val Val Pro Phe Tyr Ser His Ser 
15 10 



<210> 9 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 9 

Pro Leu Val Val Pro Phe Tyr Ser His Ser 
15 10 



<210> 10 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



<400> 



10 



ggaaatcaac aaggtaagat gagagtgagg 



30 



<210> 11 

<211> 37 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 



<220> 

<221> CDS 
<222> (1) . . (36) 

<400> 11 

ggc ggc act gtt gaa agt tgt ctg gca aaa cct cat a 37 

Gly Gly Thr Val Glu Ser Cys Leu Ala Lys Pro His 
15 10 



<210> 12 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic Construct 
<400> 12 

Gly Gly Thr Val Glu Ser Cys Leu Ala Lys Pro His 
15 10 



<210> 13 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 

<400> 13 

tgacaacttt caacagaccg ttttgcagta t 31 



<210> 14 

<211> 10 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 



<400> 



14 



ctct cact cc 



10 



<210> 15 

<211> 14 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 
<400> 15 

agatgagagt gagg 14 



<210> 
<211> 
<212> 
<213> 



16 
21 
DNA 

Artificial 



<220> 

<223> Synthetic 



<400> 16 

ggcggcactg ttcaaagttg t 



21 



<210> 17 

<211> 11 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic 
<400> 17 

tgacaacttt c 11 



<210> 18 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 18 

Cys Met Leu Gin Arg Leu 

1 5 



<210> 19 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 



19 



Met Ser Arg Lys Leu Phe 
1 5 



<210> 20 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 20 

Leu Trp Ala Gly His Glu 

1 5 



<210> 21 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 21 

Val Gly lie Thr Gin Leu 
1 5 



<210> 22 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 22 

Lys Thr Ser Tyr Gly Gly 
1 5 



<210> 23 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 23 

Gin Lys Arg Gly Glu Asp 
1 5 



<210> 24 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 24 



Thr Leu Thr Lys Arg Gin 
1 5 



<210> 25 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 25 

Ser Val Ser Leu Gin Ala 

1 5 



<210> 26 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 26 

Ala Gly Ser Phe Glu Ala 
1 5 



<210> 27 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 27 

Ala lie Ala Ala Arg Ala 

1 5 



<210> 28 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 28 

Lys Ala Arg Leu Gly Leu 
1 5 



<210> 29 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 29 



Leu Ala Phe Leu Ala Met 
1 5 



<210> 30 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 30 

Asp Leu Ser Pro Lys Val 
1 5 



<210> 31 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 31 

Asp Ser Glu Val Ser Leu 

1 5 



<210> 32 

<211> 7 

<212> PRT 

<213> Bacteriophage fd 

<400> 32 

Arg Ala Ala Ala Arg Asp Cys 
1 5 



<210> 33 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 33 

lie Tyr Thr Leu His Arg 

1 5 



<210> 34 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 34 

lie Thr Ala Pro Tyr Ser 

1 5 



<210> 35 
<211> 6 



<212> PRT 

<213> Bacteriophage fd 
<400> 35 

Ser Asn Asp Leu Ser Gly 
1 5 



<210> 36 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 36 

Cys Arg Gly Asn Ser Gly 
1 5 



<210> 37 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 37 

Glu Arg Lys Ala Ser Val 
1 5 



<210> 38 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 38 

Trp Ala Glu Val Phe Met 
1 5 



<210> 39 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 39 

Val Ala Ala Gly Leu Asn 

1 5 



<210> 40 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 40 

Gly Pro Leu Pro Leu Phe 
1 5 



<210> 41 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 41 

Gly Pro Leu Pro Leu Phe 
1 5 



<210> 42 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 42 

Ser Asn Lys Gly Trp Ala 
1 5 



<210> 43 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 43 

Val Gin Arg Leu Gly Lys 

1 5 



<210> 44 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 44 

Ser Gly Leu Gin Arg Gly 
1 5 



<210> 45 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 



45 



Trp Glu Lys Pro Arg Arg 
1 5 



<210> 46 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 46 

Arg Leu Val Ser Thr His 

1 5 



<210> 47 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 47 

Cys Ala Ser Leu Arg Ser 
1 5 



<210> 48 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 48 

Arg Ser Leu His Ala Gly 
1 5 



<210> 49 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 49 

Arg Trp Thr Trp Leu Gly 
1 5 



<210> 50 
<211> 6 
<212> PRT 

<213> Bacteriophage fd 
<400> 50 

Ala Thr Leu Gly Phe Ser 



1 



5 



<210> 51 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 51 

lie Pro Gly Leu Leu Leu 
1 5 



<210> 52 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 52 

Val Cys Leu Leu Thr Val 
1 5 



<210> 53 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 53 

Gly Gly Gly Phe Thr Met 
1 5 



<210> 54 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 54 

Asp Trp Val Gly Gly Ala 
1 5 



<210> 55 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 55 

Thr Ala Met Gin Pro Gly 
1 5 



<210> 56 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 56 

Leu Asp Leu Lys Arg Leu 

1 5 



<210> 57 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 57 

Val Arg Asn Ser Met Gly 
1 5 



<210> 58 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 58 

Arg Val Cys Asn Lys Thr 

1 5 



<210> 59 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 59 

Arg Trp Ser Trp Glu Gin 
1 5 



<210> 60 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 60 

Gly Asn Met Ala His Phe 
1 5 



<210> 61 



<211> 6 
<212> PRT 

<213> Bacteriophage fd 
<400> 61 

Phe Asp Ser Phe Cys Arg 
1 5 



<210> 62 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 62 

Gin Ala Val Leu Phe Gin 

1 5 



<210> 63 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 63 

Gly Lys His Tyr Gin Trp 
1 5 



<210> 64 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 64 

Gin Ser Arg Lys Ser Phe 
1 5 



<210> 65 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 65 

Gly Tyr Ser Ser Val Asp 
1 5 



<210> 
<211> 
<212> 



66 
6 

PRT 



<213> Bacteriophage fd 



<400> 66 

Glu Arg Cys Arg Val Asp 
1 5 



<210> 67 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 67 

Tyr Ala Pro Ser Thr Arg 
1 5 



<210> 68 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 68 

Ser lie Gly Gin Ser Lys 

1 5 



<210> 69 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 69 

Val Cys Pro Gin Phe Cys 
1 5 



<210> 70 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 70 

Tyr Gly Gly Leu Gly Leu 

1 5 



<210> 71 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 71 

Tyr Gly Gly Leu Gly lie 
1 5 



<210> 72 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 72 

Tyr Gly Gly Leu Gly Arg 

1 5 



<210> 73 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 73 

Tyr Gly Gly Leu Asn Val 
1 5 



<210> 74 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 74 

Tyr Gly Gly Leu Arg Ala 
1 5 



<210> 75 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 75 

Tyr Gly Gly Leu Glu Met 
1 5 



<210> 76 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 



Tyr Gly Gly lie Ala Ser 
1 5 



<210> 77 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 77 

Tyr Gly Gly lie Ala Val 
1 5 



<210> 78 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 78 

Tyr Gly Gly lie Arg Pro 

1 5 



<210> 79 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 79 

Tyr Gly Gly Trp Ala Gly 
1 5 



<210> 80 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 80 

Tyr Gly Gly Trp Gly Pro 
1 5 



<210> 81 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 81 



Tyr Gly Gly Trp Ser Ser 
1 5 



<210> 82 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 82 

Tyr Gly Gly Met Lys Val 
1 5 



<210> 83 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 83 

Tyr Gly Gly Phe Pro Asp 
1 5 



<210> 84 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 84 

Tyr Gly Ser Leu Val Leu 
1 5 



<210> 85 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 85 

Tyr Gly Leu Ser Val Gin 

1 5 



<210> 86 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 86 



Tyr Gly Ser Leu Val Arg 
1 5 



<210> 87 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 87 

Tyr Gly Ser Leu Ala Asp 

1 5 



<210> 88 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 88 

Tyr Gly Ser Leu Leu Ser 
1 5 



<210> 89 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 89 

Tyr Gly Ser Leu Asn Gly 
1 5 



<210> 90 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 90 

Tyr Gly Ser Leu Tyr Glu 
1 5 



<210> 91 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 91 

Tyr Gly Ser Trp Ala Ser 

1 5 



<210> 92 
<211> 6 



<212> PRT 

<213> Bacteriophage fd 
<400> 92 

Tyr Gly Ser Trp Gin Ala 
1 5 



<210> 93 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 93 

Tyr Gly Ser Phe Leu His 
1 5 



<210> 94 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 94 

Tyr Gly Ala Leu Gly Gly 
1 5 



<210> 95 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 95 

Tyr Gly Ala Leu Ser Trp 
1 5 



<210> 96 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 96 

Tyr Gly Ala Leu Asp Thr 
1 5 



<210> 97 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 97 

Tyr Gly Ala Leu Glu Leu 
1 5 



<210> 98 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 98 

Tyr Gly Ala lie Gly Phe 
1 5 



<210> 99 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 99 

Tyr Gly Ala Trp Thr Arg 
1 5 



<210> 100 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 100 

Tyr Gly Trp Trp Gly Leu 
1 5 



<210> 101 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 101 

Tyr Gly Trp Trp Leu Thr 
1 5 



<210> 102 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 



<400> 



102 



Tyr Gly Trp Leu Ala Thr 
1 5 



<210> 103 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 103 

Tyr Gly Trp Ala Asn Lys 
1 5 



<210> 104 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 104 

Tyr Gly Asn Trp Thr Tyr 
1 5 



<210> 105 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 105 

Tyr Gly Asn Phe Ala Asp 

1 5 



<210> 106 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 106 

Tyr Gly Asn Phe Pro Ala 
1 5 



<210> 107 
<211> 6 
<212> PRT 

<213> Bacteriophage fd 
<400> 107 

Tyr Gly Thr Phe lie Leu 



1 



5 



<210> 108 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 108 

Tyr Gly Thr Trp Ser Thr 
1 5 



<210> 109 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 109 

Tyr Gly Val Trp Ala Ser 
1 5 



<210> 110 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 110 

Tyr Gly Val Trp Trp Arg 
1 5 



<210> 111 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 111 

Tyr Gly Leu Trp Gin Ser 

1 5 



<210> 112 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 112 

Tyr Gly Phe Trp Gly Met 

1 5 



<210> 113 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 113 

Tyr Gly Lys Trp Ser Gly 

1 5 



<210> 114 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 114 

Tyr Gly Pro Phe Trp Ser 
1 5 



<210> 115 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 115 

Tyr Gly Glu Phe Val Leu 
1 5 



<210> 116 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 116 

Tyr Gly Asp Phe Ala Phe 
1 5 



<210> 117 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 117 

Tyr Ala Trp Gly Trp Gly 
1 5 



<210> 118 



<211> 6 
<212> PRT 

<213> Bacteriophage fd 
<400> 118 

Tyr Ala Gly Phe Ala Gin 
1 5 



<210> 119 

<211> 6 

<212> PRT 

<213> Bacteriophage fd 

<400> 119 

Tyr Ser Met Phe Lys Glu 
1 5 



<210> 120 

<211> 66 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic 
<400> 120 

tatgaggttt tgccagacaa ctggaacagt ttcagcggag tgccagtaga atggaacaac 60 
taaagg 6 6 



<210> 121 



